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Abstract

This paper proposes a G-BLAST(BLAST using Grid Computing) system, an integrated
software package for BLAST searches operated in heterogeneous distributed environment.
G-BLAST employed ‘database splicing’ method to improve the performance of BLAST searches
using exists computing resources. G-BLAST is a basic local alignment search tool of DNA
Sequence using grid computing in heterogeneous distributed environment.

The G-BLAST improved the existing BLAST search performance in gene sequence analysis.
Also G-BLAST implemented the pipeline and data management method for users to easily
manage and analyze the BLAST search results. The proposed G-BLAST system has been
confirmed the speed and efficiency of BLAST search performance in heterogeneous distributed
computing.
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