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1. Objective

To determine the order of dominance and the genetic components of variation for
salinity tolerance

2. Materials and Methods

The materials consisted of a complete diallel(including reciprocals) of nine
japonicas, F; seeds were grown in a salinized solution for 12 days and treated
initially at an EC of 6 dSm™ for four days followed by an EC of 12 dSm for
20days. Samples were analyzed for Na' concentration in the shoot. The diallel
analysis procedure of Hayman(1954) was used.

3. Results

- Covarlance-variance analysis satisfied simple additive-dominance model and detected
partial dominance of the trait.

- Genetic components analysis revealed significant additive, dominanace, and environ
-mental effects and confirmed incomplete dominance of the trait

- Number of gene groups governing Na' uptake was found to be 4.
- Narrow-sense heritability was estimated at 0.49.
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Table Oxigin, plant type, height, and tolertnce paremeters of vericties selected for 9x9 diallel cross.

TOLERANCE PARAMETER

VARIETY PLANT SEEDLING VISUAL  SHOOT  SHOOT  SHOOT OVERALL
DESIGNATION CODE ORIGIN  TYPE!  HEIGHT  SCORE Nat%)  KY(%) NaK  GROUPING2
™) 19) RATIO
Agami M1 Pl Egypt ™ $2449 398042 1483004 1678005  0.39:0.11 T
Gaori P2 Kores m 43TLS 424057 L69:008 1562013 1094010 7
Namyang 7 [ Keres ™ 30831 30057 139009 1AT0NS 0753041 T
Yunlen 11 M Guna ™ 45855 5450527 1.8940.10 1441008 1311008 MY
Yunlen 12 Ps China ™M $4540 643048 1801006 1643010 115010 MT
Akl B Ispan ™ 45;5.0 604114 1B1:0.09 1501020 124503 MT
Yeosudo P Korea ™ $2619 00067 2261021 L6101 1414030 s
Dacgudo [ Korea ™ 52440 132067 2.32:0.14 1.3210.05 1.77:0.16 s
Iinting 78-2 [ China M 52050 0.6:0.52 2762029 L7015 13S:0.16 s
DTR = Traditional, IM = Improved, 2)T » Tolerant, MT = Moderately tolerant, § =
Table ;m of genetic p for shoot Na* concentration in a 9x9 diallel
GENETIC PARAMETER ESTIMATE4S.E.
(D) Additive effect 0.0717630.0432*
(H) Dominance effect
Hy 0.03853+0.00953¢
H - . 0.0248740.00819°
n? 0.0815040.00549°
(F)  Gene distribution 0.0605410.01007°
(E)  Environmeatal effects 0.0066410.00137°
Proportional Values
H)/D)2 Mean degree of dominance 0.73276
(H2/4H;)  Proportion of genes with + o7 v
- effects on parent 0.16136
(KD/KR)'  Proportion of dominance and recessi 371281
’ gmanlhepuuu
r Correlation between (Wr+Vr) and Yr 0.89411
° mm .l"&r recessive parle:fmmplmly 07954 Fig.  Cowvariance and variance — of
(%Hy)  No.ofgen that control 3.27%6m R Rl
tolerance mn dominance
(hpg) Heritability (narrow-sense) 0.49178
(hpg) Heritability (broad-sense) 0.74460

¢ = Significant at P<0.05
! = {(4DH|)V2+12FY|(4DH))"2-112F]



