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Table 1. Collection site or Source of 41 Korean wild Codonopsis plants

Sample No. [Location collected Collection site and source
1 Girisan(H,T) { Jullanamdo Girisan hwaamsa Temple
2 Girisan(H.T) [I Jullanamdo Girisan hwaamsa Temple
3 Girisan(H.T) I Jullanamdo Girisan hwaamsa Temple
4 Girisan(H.T) IV Jullanamdo Girisan hwaamsa Temple
5 Girisan(Kure) [ Jullanamdo Kureku Kureyup Il - n
[+ Girisan{Kure) I Jullanamdo Kureku Kureyup Gurim - ri
7 Girisan{Kure) Ul Jullanamdo Kureku Kureyup Gurim 2 ri
8 Girisan(Kure) IV Tullanamdo Kureku Kureyup Gurim 2 ri
9 Girisan{Bemsa) [ Jullanamdo Girisan Bemsakol
10 Girisan(Bemnsa) II Jullanamdo Girisan Bemsakol
11 Girisan(Bemsa) III Jullanamdo Girisan Bemsakol
12 Sulaksan(Hanke) [ Kangwondo sulaksan hankeyoung
13 Sulaksan(Hanke) U Kangwondo sulaksan hankeyourg
14 Sulaksan(Hanke) [I Kangwondo sulaksan hankeyoung
15 Sulaksan{Ansan) [ Kangwondo sulaksan ansanmen ansanri
16 Sulaksan(JumBo) [ Kangwondo sulaksan jumbosan
17 Sulaksan(JumBo) I Kangwondo sulaksan jumbosan
18 © |Juwangsan Collected from Kwungbuk do-won
19 Juwangsan II Collected from Kwungbuk do-won
Juwangsan M Collected from Kwungbuk do-won
21 Juwangsan IV Collected from Kwungbuk do-won
22 Juwangsan V Collected from Kwungbuk do-won
23 Juwangsan VI Collected from Kwungbuk do-won
A4 Dukyusan(Jangki)l Jullabukdo Jangkimen Jangkiri
5 Dukyusan( Jangki) Jullabukdo Jangkimen Jangkiri
26 Dukyusan{Muju) [ Jullabukdo Mujukun muju
27 Dukyusan(Muju) O Jullabukdo Mujukun muju
2 Dukyusan(Muju) M Jullabukdo Mujukun muju
29 Dukyusan(Muju Jullabukdo Mujukun muju
30 Dukyusan(Koje) 1 Jullabukdo Kojekun Kojeri
3 Dukyusan(Koje) I Jullabukdo Kojekun Kojeri
32 Chiaksan(Sangwon) Kangwondo wonju sangwon Temple
3 Chjaksan(Nam:e) 1 Kangwondo wonju Namdebong
K] Chiaksan(Namte) O Kangwondo wonju Namdebong
B Chiaksan(Namte) I Kangwondo wonju Namdebong
k':] Keyoungsan [ Chungnam yusung Keyoungsan
37 Chungnam yusung Keyoungsan
38 Chungnam yusung Keyoungsan
9 Changnam kongju Keyoungsan
40 Chungnam kongju Keyoungsan
41 Chungnam kongju Keyoungsan
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Fig. 1. RAPD banding pattern of 41 wide codonopsis plants with OPC-06 primer.
Marker; Lamda Phage DNA/Hindlll and EcoRI(double digested)
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5 Fig. 2. Thermal coditions of a PCR cycle.
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DNA was amplified through 41 cycles
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