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D-26 Phylogenetic Relationships among the 9 Species of the
Genus Prunus in Mt. Halla Using RAPD Analysis.
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Phylogenetic relationships among 9 species of the Prunus in Mt. Halla,

were analysed by using random amplified polymorphic DNAs(RAPDs), by
amplification using single 10-mer primers arbitrary sequence. Phylogenetic tree
was constructed by neighbor-joining method with a total 76 polymorphic
RAPD bands from 8 different primers. The genetic similarity coefficient
between Prunus sargentii and P. serrulata var. quelpaertensis Wés the
highest than those of any other pairs.



