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A206 Phylogeny of Dystaenia(Apiaceae) based on ITS sequences
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Dystaenia which was cstablished by Kitagawa(1937) has two species
of D. takesimana(Nakai) Kitagawa from Korea and D. ibukiensis(Yabe)
Kitagawa from Japan. Nakai(1918) originally put D. takesimana(Nakai)
Kitagawa into Angelica(= A. takesimana Nakai). On the other hand D.
ibukiensis(Yabe) Kitagawa came from Ligusticum(= L. ibukiense Yabe,
1902). Hiroe(1979) agreed with Yabe since he did not accept Dystaenia as
one of genera in Apiaceae. For the analysis of the phylogeny of
Dystaenia among the tribe Apieae, we have sequenced ITS of rDNA from
D. takesimana and D. ibukiensis. On the basis of ITS nucleotide
sequences both species represent a distinct lineage in the parsimonius
phylogenetic tree. D. takesimana and D. ibukiensis are grouped together
as the same clade although they have quite different sequences. And the
lineage of Dystaenia which is grouped together with Endressia, Seseli,
and Lomantium as the sister group show the divergence clearly between

Dystaenia and Angelica.
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