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Z112 Genetic Differentiation of Mitochondrial Cytochrome b Gene
Sequences of the Genus Bufo in Korea and China
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We investigated genetic differentiation among 3 species of the genus Bufo (Bufo
bufo, B. stejnegeri in Korea and B. gargarizans from China) by using 429bp of
nucleotide sequences of mitochondrial cytochrome b gene and phylogenetic rela-
tionships were analyzed by UPGMA and neighbor-joining methods with 1000
bootstrapping replications. In Korean populations, intra- and interpopulational
variation was very low (sequence divergence=0-0.0214) in each species. In B.
stejnegeri, although most of populations from north-eastern and southern part
were separated with 2.0% of mean percent divergence, one of three specimens of
Yangyang population (north-eastern area) was correspond with the sequences of
Sanchung population (southern area). In the UPGMA phenogram Korean B. bufo
clustered first with Chinese B. gargarizans and then with Korean B. stejnegeri in
order. Interspecific variation between Korean B. bufo and B. stejnegeri was ranged
from 0.1020 to 0.1165 and between Korean B. bufo, B. stejnegeri and Chinese B.
gargarizans was ranged from 0.0804 to 0.1018.



