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The screening & characterization of super—producing

recombinant Hansenula polymorpha mutant
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Abstract
The super-producing recombinant H.polymorpha mutant is obtained by double
membrane screening technique combined with optimum mutation method. The
characterization of mutant i1s carried out to find the change of mutant in
m-RNA level, cell wall leakage, protease level and methanol utilization metabolic

flux. The change of these properties of mutant was figured out.
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Fig. 3. Methabolic flux pathway
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