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Alloxan®] 2] Fx=¥ v}-9-29] & glucokinase %
hexokinaseol] t)3t Tir|v} 53259 a3

255, DA
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Alloxan& glucokinase & 47} 71421 glucoseAHE-910 SH7E ZAAFHL
2 Ao RA glucosed] 7] QA E A FuHE AT 3
FEAolth B AP E olA7tAe A Ho|m YAHTAQ ATl &
oA volrt AAEAQA EHoA goAle} Jded By 2AIRER 433
glucokinases} ¥F 98 ZAWR F43t A II= B4 hexokinase
of tg oAml A —’F%%«] s B4 HESIY F, 4¥FEE
alloxane.2 AE|ste BxWE& L4 F glucosed] 4Tl BFAs=
glucokinase$} hexokinase®] ©4-& AW Rt 1 A, GAnt AFFEF
2 guog ¢ale F71E glucosetAEH 9} insulin #1819 A /}3] 85 0]
AR e, glucokinase$} hexokinaseE A3 AI7l= AL L}E]—‘;,EE]-.

lFﬂl{

;(]Z'_g_ 1:11 HJ—‘I:H
ARk FR5E 71E &3 A% ¥, AF3sAAxs 284 wE F

Fol| = ZE]QHC’E AHEEIATE AP FEL AF 3FR 9 vl9-2(male, 12-18 g)——
A2elr|ed ARTRATA APEE AGANAM EFEL AeZ AHAT,
Alloxan ¢ ‘:““:T_L (AZF), Alloxan A2 = {2F A= A (A7
A T)ez zt To 200y v st APl AU 2T B E A
& 5% Alloxan monohydrate (Sigma, St Louis, MO, USA)E r}-9-2 1.0
mg/10 g¥ B 3Uztl A 33 FASAT. thAlet 22 Alloxan FA}
¥ gAekEE NS 0.2 mg/20 g4 14 23] 253 A2 FAslen, iz
FHTE 27T BATFASA
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#astE glucokinases}t hexokinase2] @448 AMH B it
1. Alloxan FAtol|l g3 AFel F7let FAl FEA|Y glucose E insulin £
HI7b S7 R o, TAletRE ool o3 FEAIY insulin £8]7} { QA
Hastyen AT F8A1Y glucoses AL It thxT o ¥l3}
o ZAasth
2. Alloxan FAlo) o8 HFF glucosex|7} BTl vlstq FA A F7tE
A2y Al B o3 #A43] ZAEHJ. Insulin X9 53 2] A
dx Aot B ZgAE BT {ASE FEE BYAoh
3. Glucokinase®} hexokinase®] BA]-& alloxan FAo] 93] A3 TFAHA
o}, thArp B ol foldUA dsEHA.
olde] Az Ko}, thAlnte alloxane 2 -F2d DA glucose 14+
3} &4 9 glucokinase$} hexokinase®] &AL F7IAIF1E AL UEh) gk
Hol A5 AR e Aoz FAHHAL
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