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Leukotriene C4 synthase (LTCA4S) gene

Zyxin

LYN V-ves-1 Yamaguchi sarcoma viral related oncogene homolog
CD33 CD33 antigen (differentiation antigen)

LEPR Leptin receptor

PRG! Proteoglycan 1. secretory granule

Liver mRNA for interferon-gamma inducing factor(IGIF)

DF D component of complement (adipsin)

Induced myeloid leukemia cell differentiation protein MCL1
Phosphotyrosine independent ligand p62 for the Lck SH2 domain mRNA
INTERLEUKIN-8 PRECURSOR

FAH Fumarylacetoacetate

ITGAX Integrin, alpha X (antigen CD11C (pl50), alpha polypeptide}
LYZ Lysozyme

Peptidyl-prolyl CIS-TRANS isomerase, mitochondrial precursor
Interleukin 8 (IL8) gene

LGALS3 Lectin, galactoside-binding. soluble. 3 (galectin 3)
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