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Introduction

Expressed Sequence Tags(ESTs) development is an essential step toward functional genomics
study. Chicken ESTs are being mainly developed by Tirunagaru et al. in USA and European research
groups deposited to GenBank. As the first step of genomics research in Korean Native Chicken(KNC),
we have initiated cDNA library construction and single pass sequencing of KNC ESTs from four
different organs; brain, spleen, testis, embryonic gonads. Using informatics analysis, we screened genes
which were homologous to mammalian genes and to do in depth research about these genes.
Functional genomics approach will be also performed and screened for identifying the useful genes
with characterization of their functions.

Materials and Methods

Korean Native Chicken cDNA libraries were made using brain, spleen, testis and 6.5-day-old
embryonic gonad. ¢cDNAs from mRNA of each tissue were cloned into UNIZAP-XR lambda vector
and packaged in vitro. Plasmids were converted by in vitro excision with helper phages from each
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lambda library, Sequences of plasmids from each library were determined by automated sequencing
using ABI-377 machine with T7 primer, Single passed sequences were preprocessed for bioinformatics
analysis. After quality frimming including vector trimming, callng and removal of contaminating
sequences, such as bacterial sequences, mitochondrial sequences etc., the processed sequences were
subjected to BlastN and BlastX analysis toward public databases.

Result and Discussion

We have constructed c¢cDNA libraries using KNC brain, spleen, testis and embryonic gonad. The
titer of each library was greater than 2X10° pfu/ml with insert size from 0.5-3.0kb and it was enough
to perform phagemid conversion. After phagemid conversion, tofal 15,121 clones were picked and
subjected to single pass sequencing. By bioinformatics analysis of our sequence data, total 10,353
contigs were assembled from 15,121 cDNA sequences, Fifty six percent of total contigs showed to be
homologous to sequences in public databases such as GenBank and EMBL etc. Average length of
sequence read was 675.7bp and read number per a contig was 1.34kb, which were compatible to
Boardman et al.(2002) suggesting KNC cDNA libraries developed might be valuable resources for
genomics study of chicken. Based on sequence homology, chicken sequences homologous to
mammalian genes will be characterized and subjected to functional study. Function of non-homologous
sequences will be studied after screening by expression profiles with microarray.
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