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The COP9 signalosome (CSN) is a nuclear-enriched, eight-subunits complex that has
been initially identified through analysis of constitutive photomorphogenic/
de-etiolated/fusca (cop/det/fus) mutants of Arabidopsis (Schwechheimer and Deng,
2001). Arabidopsis wild-type seedlings can undergo two different developmental
responses, photomorphogenesis in the light and skotomorphogenesis (or etiolation) in
darkness (Kendrick et al., 1994). The cop/det/fus mutants display a constitutive
photomorphogenic phenotype, both in the light and in the dark. This is reflected at the
molecular level by the constitutive expression of light-inducible genes (Wei and Deng,
1996). Thus, the COP/DET/FUS genes can be regarded as negative xegulators of
pho;cgrporphogenesisd, because their absence leads to the photomorphogenic development,
even inﬁ'/(\ila‘u’“khléss. A close analysis of the cop/det/fus phenotype revealed that the role
of the COP9 signalosome goes beyond the control of photomorphogenesis. In fact, all
severe csn mutations lead to lethality shortly after two weeks post-germination,
indicating that other pathways might be mis-regulated in csn mutants. Its general role
as a master controller of multiple aspects of development is further confirmed by the
finding that the COP9 signalosome is evolutionary conserved from plants to animals
(WS). Indeed, the COP9 signalosome can be found in most eukaryotes, from
Saccharomyces ;Jombe to human, with the exception of Saccharomyces cerevisiae, which
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