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Abstract

Azo dyes are aromatic compounds characterized by one or more azo bonds
(Ri-N=N-R;). More than 800,000 tons of dyes are produced annually worldwide, of
which 60-70% are azo dyes. During manufacturing, an estimated 10-15% is released
into the environment. Aside from their negative aesthetic effects, certain azo dyes have
been shown to be toxic and, in some cases, these compounds are carcinogenic and
mutagenic. To establish biological wastewater treatment of azo dye, it is essential to
discover azo dye-degrading microorganisms. In this report, sludge-contaminated with
dyes were gathered through wastewater outlets from the industrial regions. The
following to separation of bacteria within them, bacteria which decolorize methyl red,

a azo dye, were selected and destined.
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AY A Q¥® AMEERE NEE 70 strain, aspergillus fumigatus,
enterobacter agglomerans, klebsiella pneumonea, yersinia enterocolitica 138 Al4,
conioscypha sp, pseudomonas putida, staphyloccocus sp %Ol A yersinia enterocolitica
138 Al47} 958%=% 7} & BAE&S JeEAT 283 enterobacter
agglomerans= 85.2%, klebsiella pneumoneat= 824%2] Ea&L HYth =3
glucose7} A|2]E Fefol| A yersinia enterocolitica 138 Al142] A X AAL oF 25%
Azo mAA Gen, FE ME EHES EHEU AN HJS d
200mg/Lof A 90.1%9] #3&<S Eo
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Figure 1. Cell growth of yersinia enterocolitica Figure 2. Degradation rate by the kind of bacteria.

138 Al4 in glucose-excluded condition.
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Figure 3. Degradation rate of yersinia enterocolitica 138 Al4 by elapsed time.
Figure 4. Degradation rate of yersinia enterocolitica 138 Al4 by methyl red concentration.

a8l g3 Ago)A = Solvent orange, solvent red, solvent blue, solvent green

Ade A&A 985 E3E 1A g} Solvent orange, solvent red, solvent
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blue, solvent green A|€9] I8+ A|-&AJo] X2t methyl red 9} 2o] o} FRo0]
o}. methyl redE E3E & F Uve YHZolE o] &L 3 FYS ol Y=
TFAel Hojle ALA4 988 £3E & & ddx Eo. A 84 €58 CTAB,
SDS¢} & o] A AT A A(surfactant) 2} Triton X-100, Tween 803} 7Z-& H] o]
AH &A A (surfactant) E o] LA L8| Z A7) 1, methyl redS BT 4 Qe 1}
HEolE 0|85 34 988 a4Hoz E3E st} s
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