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Abstract

Escherichia coli and Saccharomyces cerevisiae have been used as host for
production of recombinant proteins. It is known that S. cerevisiae has advantages such
as good folding and secretion capability, and safety as host over E. coli. But .
cerevisiae has shortcomings of low expression level which is just 20% of that of
E.coli. To solve this problem, directed evolution method was tried to enhance the
GAP promoter strength of S. cerevisize in this study. As result, modified GAP
promoter that has increased expression level of about 360% compared to that of wild
type was selected.
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