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Cellular Localisation of GFP (green fluorescent protein)
-tagged plat protein
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GFP (green fluorescent protein) fusiong o] &3}
cellular levelojAe) GadAd X E A= =
oz o] A3e] AAHI PHAJh HR=Z GFP
gl o] AExo A HH HUES ) default targeting
o) A7 AWtehe gL A Hrd B AYoIA
GFPe] @a@e AAFolglon o wde AEd &
o] nF WA EEI UMD ALZ AR EW default
targeting2 o-¢- At} (Figurel). E#|= GFP fusion
] 9, Al e Cterminal region®} N-terminal
regionZ olwWd eyt FHo] F& AWtEE EE
& dARA "k B AFo)A GFP fusiong o]-&
alo] TRAMP 9|71 9@ o] EA%e 7HsIR L
1, tomatoo]Al GFPE & ate] N-terminalel) fusion
AHAE A7 Cterminalell fusion A|FHS F$FEU
mRNAS9} protein @3o] T3] FHohvh (Figure 2,
Figure 3). 18] transgene copy 71 ¥&55 gene
silencing @7}o] F=H T} (Figure 2). AW sl GFP
fusiono] WL 24 wHAe slsel F4AY A
Zhebe AES srgten  GFP fusion® FAAE
yeastoll 4 @S A7l ¥ 7]5S FAHIAcH & A
oA GFP fusiono] & JFS FA FUYThi Ats
At gkdk fAxE 4 guld YxE e
A& AFAA AFsHAch
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0|99 o specific targetingS 3FX| Ut 18] GFP
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C-terminal  fusion (Gene-GFP)X tiN-terminal fusion
(GFP-Gene)oll A & A Yelskth 355 Promoterg AR-&-3}
tete welae] ME L protein carrier®} plant species
g3 g8 RASA obrtx JFE g Aol A}
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A. ftransgenic tomato protoplast

B. Tobacco leaf (confocal image)

C. Onion

Figure 1. 355:GFP expression in cells of tomato
protoplast, tobacco and onion

(A) transgenic tomato protoplast expressing 35S:GFP
control (pBDHG52)  (B) Onion and (C) tobacco leaf
cellsexpressing the pDHG52 control vector DNA
containing the 355 promoter and GFP with a stop
codon.
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Figure 2. RNA and genomic DNA gel blot analysis
showing endogenous TRAMP and GFP fused TRAMP
mRNA and transgene copy number in leaves of
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transgenic and wild type plants.

(A) RNA gel blot analysis of 35S:GFP control plants
using GFP ¢DNA as probe. (B) Ethidium bromide
stained total RNA extracted from tomato leaves of
wild type, and a series of GT plants (15, 1, 4, 5, 6, 8)
carrying the GFP-TRAMP N-terminal fusionand TG
plants (1, 4 8 19), carrying the TRAMP-GFP
C-terminal fusion. (C) RNA gel blot analysis using
GFP ¢DNA as probe. (D) RNA gel blot analysis using
pNY507 TRAMP cDNA as probe. (E) Southern analysis
of wild type, TG and GT transgenic plants Using
NPTIIcDNA as probe. Total RNA 40g; genomic DNA 40
g BamHI digestion; exposure 24 h.

B. pBDHTG52.(TG)

A. pBDHGT6.2.(GT)

Figure 3. Confocal laser scanning microscopy images of
pBDHGT6.2. (GT) and pBDHTG5.2. (TG) transgenic
tomato fruit.



