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Objectives
In order to obtain the core set with high genetic diversity and minimum redundancy, we developed another
approach known as Ax algorithm, a kind of admissible heuristic (hereafter called advanced M strategy). Core sets
with heuristic method were evaluated and were shown maximum genetic diversity with minimum accessions.

Materials and Methods
1. Plant materials: Rice (Orvza sativa L.)
2. Methods: Genotyping with SSR markers, Cluster analysis, Development of Heuristic methods,
Evaluation of core sets, Shannon-Weaver Diversity Index (SDI)

Results and Discussion

Modified admissible heuristic method using A#* algorithm was developed to obtain the core set with high
diversity and minimum redundancy among accession. Program module was constructed at the web-based
execution on NIAB web services. 10,368 characterized accessions among passport data in Genebank at RDA were
analyzed. Core set developed by advanced M strategy were consisted of 168 accessions and represented a full
retention of the entire collection and enhancement 22% of genetic diversity, which reduced the entire accessions
about 98.78%. As evaluation of percentage of the character difference, there was not significantly difference in
means, variances, range, and coefficient variance between the core collection and the entire collection. But as
even distribution of characters, there was difference in means and variances between core collection and the
entire collection. The further adaptation of genotype data, core set of 91 accessions were constructed with
genotype data of SSR marker among 872 accessions. To evaluation of diversity, Shannon-Weaver Diversity Index
(SDI) between core set and entire collection were analyzed. Overall SDI value of core set and the entire collection
is 17.87, 14.06, respectively. And core set has evenly allelic distribution. This results suggested that advanced M
strategy of designing admissible heuristic method might be efficient way to retain the genetic diversity and
reducing the redundancy of the entire collection.
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