S99 $4L o 88 APy Ba nARY
chepA A

oY, x¥Y, YN, ¥gE
FHUTR YIARUL BYNRIBAM, 'FIT 5976 ME5YYPL

Polymorphism Analysis of Microbes Related Panax Ginseng
Root Rot Using the ITS MDNA Regions
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