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Zero/one-error on test set 0.00% {1 correct, Dincorrect, 1 total)
Zero/one-error on test set: 0.00% (1 correct, Dincorrect, 1 tatal)
Zero/one-error on test set 0.00% (1 correct, Dincorrect, 1 total)
Zero/one-error on test set 0.00% (1 correct, 0incorrect, 1 total)
Zero/one-error on test set: 100.00% (0 correct, 1 incorrect. | total)
Zero/one-error on test sett 0.00% (1 correct, D incorrect, 1 total)
Zero/one~-error on test set: 100.00% (0 correct, 1 incorrect. 1 total)
Zero/one-srror on test set. 100.00% (0 corract, | Incorrect, 1 total)
Zerc/one-error on test set. 100.00% (0 correct, 1 Incorrect, 1 total)
Zero/one-~errar on tast set: 0.00% (1 correct, 0 incorrect, | totat)
Zero/one-error on test set. 0.00% (1 correct. O incorrect, 1 tatal)
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