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P(x22=0 | y=0) 0.9711553 [ 0.9654255 | 0.00573
P(x22=1 | y=0) 0.0288447 | 0.0345745 | 0.00573
P(x30=0 | y=0) 0.9343055 | 0.9281915 | 0.00611
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P(x22=0, x30=0 | y=0) 0.9162426 | 0.9069149 | 0.00933
P(x22=0, x30=1 | y=0) 0.0549653 | 0.0585106 | 0.00355
P(x22=1, x30=0 | y=0) 0.0183223 | 0.0212766 | 0.00295
P(x22=1, x30=1 | y=0) 0.0104699 | 0.0132979 | 0.00283
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