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Abstract: The DNA fragment representing for Pseudorabies gp50 and gp60(Shope) was
cloned by recombinant techniques. The viral DNA was extracted from the infected cells and
digested with Bam HI. The 6.8 Kb of Bam HI fragment was isolated from agarose gel and
further digested with Nde I followed by Klenow treatment. The blunt ended 4. 9Kb fragment
was cloned into pTZ18R plasmid vector. The upstrcam region of gp50 was further manipulated
to remove its 5’ promoter region and create EcoR1 site for possible eukaryotic expression system.
The result of partial sequencing of cloned DNA indicated that Shope strain showed 95%

homology with gp50 of Rice strain.
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Fig 1. Restriction enzyme cleavage sites in the cluster of glycoprotein genes in the small unique part
of the genome. At the top, the BamHI cleavage sites in PrV Rice are shown (Rea et al. 1985),

with the inverted repeats of the genome indicated by boxes.

The expanded map shows the

position of the four glycoprotein genes relative to various restriction enzyme cleavage sites
(Petrovskis et al. 1986; Kost et al. 1989). bp: Base pair.
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Fig 2. Cloning procedures of gp50 and gp63 DNA from Pseudorabies virus (continued).
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Fig 3. Cleavage patterns of plasmids in pTZ 18RH-
1 digested with restriction endonucleases by
agarose gel electrophores
Lane 1 : ADNA/Hind III.

Lane 2 : pTZ 18RH-1 plasmid/undigested.
Lane 3 : pTZ 18RH-1 plasmid/EcoP I.
Lane 4 : pTZ 18RH-1 plasmid/Kpn I
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...........

Rice strain @
1
-138

pTZ 18RH-1

Rice straln :

1
~78

GCCCCGCCCGACTCCCCCGCGATTCCCCCCCTCTCTCACCGGGTCTCCATCTTCAATAAA

! !

N
V

-109 =79

GTATCTCTCAAACACCTAATTTGCGTACNGCCTTGCTTACNGGGGNN - CNCA - C - ANNNH
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Fig 4. Comparison of sequences of pTZ 18RH-1 and gp50 genes in Rice strains of pseudorabies virus,
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Fig 5. Cleavage patterns of patterns of plasmids in
pTZ 18RH-2 digested with restriction endo-
nucleases by agarose gel electrophoresis.

A Lane 1 : ADNA/Hind IIL
Lane 2 : pTZ 18RH-2 plasmid.
Lane 3 : pTZ 18RH-2 plasmid/EcoR L
Lane 4 : pTZ 18RH-2 plasmid/Kpn L
Lane 5: pTZ 18RH-2 plasmid/Bam HIL
Lane 6 : pTZ 18RH-2 plasmid/Bst XI.
B Lane 1 : pTZ 18RH-2 plasmid/Eco 47 III.
Lane 2 : pTZ 18RH-2 plasmid.
Lane 3 : ADNA/Hind III.

Fig 6. Cleavage pattern of plasmids in subcloned
pTZ HP-1 digested with restriction endonu-
cleases by agarose gel electrophoresis.

A Lane 1 : 2DNA/Hind III
Lane 2 : Subcloned pTZ HP-1 plasmid/
EcoR 1.
Lane 3 : Subcloned pTZ HP-1 plasmid/
Eco 47 III.
Lane 4 : Subcloned pTZ HP-1 plasmid
(undigested).
B Lane 1: ADNA/Hind IIL
Lane 2 : Subcloned pTZ H-1
EcoR I+Bam HI.
C Lane 1 : 2ADNA/Hind IIIL
Lane 2 : Subcloned pTZ H-1(undrgested).
Lane 3 : Subcloned pTZ H-1/Kpn 1.
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205 230

Fig 7. Comparisons of partial sequences of gp50 gene in pTZ HP-1 and pseudorabies virus.
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