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Abstract

The strain No. 33, which produces cellulose-degrading enzyme, was isolated from soil. Yellow halo was iden-
tified when the culture supernatant of the strain was loaded onto agar plate containing 2.0% CMC using pap-
er disc method. From scanning electron microscopic observation, the morphology of the stain was rod-shaped.
For identification, several biochemical characteristics were tested, and this strain was identified to Bacillus sp.
So, we named this strain as Baciflus sp. No. 33. The maximal growth was observed when the stain was cul-
tured in the medium containing 1.0% glucose, 3.0% yeast extract, 0.5% KH,PO,, 0.02% MgSO, - 7H,0, pH
7.0 at 30°C for 39 hours with shaking. The maximal enzyme production was accomplished using the medium
containing 4.0% CMC, 2.0% yeast extract, 0.5% KH,PO,, 0.04% MgSO, - 7TH,O, pH 7.0 at 30°C for 42

hours with shaking.
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Fig. 1. Degradation of CMC by culture supernatant of
strain No. 33.
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Table 2. Utilization of carbon sources of strain No. 33

Carbon sources Result

Glycerol +
Arabinose -
Ribose +
Xylose —
Galactose

Glucose +
Fructose
Mannose
Inositol -
Mannitol -
Sorbitol
Salicine
Cellobiose
Maltose
Lactose
Sucrose
Trehalose

L+

++

< AS-E Yehlisilrd, maltose?} CMCo] 79-=

Fig. 2. The morphology of strain No. 33 (X< 13,000). glucose 2 AL8-31918 7 ol Hlal 212t 88%, 80%2]
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Table 3. Optimal culture condition for cell growth and
enzyme production

Enzyme
Cell growth production
Medium 1.0% Glucose 4.0% CMC
composition  3.0% Yeast extract 2.0% Yeast extract
0.5% KH.PO, 0.5% KH.PO,
0.02% MgS0. - TH,O 0.04% MgSO, - 7TH:0
pH 7.0 7.0
Temperature 30°C 30°C
Culture time 39 hours 42 hours
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Fig. 3. Time course of cellulase production, pH and
reducing sugar contents during cell growth. O—O: cell
growth, C—{1: enzyme activity, O—Ct pH, A—A
reducing sugar.
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