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Isolation of the Gene for HIV-1 gp4l Interacting Protein

Eun Mi Kim, Jung Woo Kim
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HIV-1 gp41 yeast two hybrid
system . 1.4 X 106 colony 20 colony
colony , acidic ribosomal protein PO,
beta tubulin, alpha catenin . yeast system
gp4l

To find the interacting protein with the cytoplasmic domain of HIV-1 gp4l, the yeast two hybrid system was
used for the expression cloning. Among the 1.4 X 106 colonies, 20 colonies were selected as the final
candidate for the interacting protein gene. The nucleotide sequencing revealed three kinds of protein, acidic
ribosomal protein PO, beta tubulin, alpha catenin. These proteins interacted with the gp4l specifically in yeast
system.
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sequenase 37 5 .
ddNTP mixture tube
37 5
loading buffer 80 5
1 pre run 8 M urea- 8%
polyacrylamide gel apply 1500 voltage
constant 2,3

gel detection

for HIV-1 gp4l Interacting Protein 29
HIV-1 gp4l
yeast two hybrid
system pLex202ENVC
PCR )

Fig. 1

Fig. 1. Construction of pEG202ENVC

EGY48
plasmid  transformation Ura-, His-
yeast HelLa cDNA library
transformation 140 colony
140
colony galactose
4 induction , Ura-, His-,
Trp-, Leu- 5
colony 532 Ura-, His-, Trp-,
X-gal/Gal , Ura-, His-,
Trp-, X-gal/Glc colony
20 . yeast glass bead
, plasmid pLE
X202ENVC yeast transformation
plasmid



30 J. Natural Science, Pai Chai Univ. Vol. 10, No. 1, 1997

Fig. 2. Nucleotide sequence comparison between the gene for isolated
plasmids from the candidate yeast and gene for the homologous
proteins
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Table 1. Specificity test of the isolated gene using various bait plasmids
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