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Analysis of Sugar Chain Structure of PAS-7 Glycoprotein from
Bovine Milk Fat Globule Membrane by OGS RAAM 2000
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Tokyo University of Agriculture gnd Technology

Abstract

Glycoproteins PAS-6(50 kDa) and -7(47 kDa) from the bovine milk fat globule membrane share
a common protein core but differ in their carbohydrate moiety. We have analyzed and proposed the
structures of the N-linked sugar chains of PAS-7 by Oxford Glyco System(OGS) RAAM2000. The
N-linked sugar chains were liberated from FAS-7 by hydrazinolysis and, after modifying the reducing
ends with 2-aminobenzamide(2-AB), were separated into one neutral(7N, 55%) and two acidic(7M,
mono-, 43%: 7D, di-, 2%) sugar chain groups. 7N was finally separated info 5 chains{a. b, c. d. and
e). respectively. The structure of this 2AB-neutral sugar chain was determined by sugar analysis,
exoglycosidase digestion with OGS glycosidase Kit and OGS RAAM2000 system. The results show
that fraction e was the same of reported 7N1A, the biantennary complex type with a fucose on
reducing end and two N-acetyllactosamine branch on non-reducing end. Therefore. it was proved that
OGS RAAM2000 method is in conformity with conventional analysis of sugar chain structure from
bovine PAS-7.
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Fig. 1. Elution profile of purified PAS-6/7 on
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Fig. 3. Separation by GlycoSep H column
HPLC of neutral ZAB-sugar chains obtained
from GlycoSep C column HPLC.
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Fig. 4. Separation by OGS RAAM 2000 gel filt-
ration of Fr. e for enzyme digest of 2AB- sugar
chain obtained by GiycoSep H column HPLC, A.
calibration standard (dextran); B, sample (Fr.
e). Arrowheads indicate the positions of cali-
bration standard.
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