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Fig. 1. Dot-blot hybridization of DNAs from 95 gentamicin resistant
strains isolated from hospital sewage. The internal fragment of
aac(3)II gene was used as a probe. Arrow indicates a positive control.
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Fig. 2. Agarose gel (1.2%) electrophoresis of amplification products. A 278-bp fragment was amplified with PCR primers, GenF and GenR. The
number of strains is represented upper the lane. Lane M, size marker; 100 bp ladder (Bioneer); lane PC, positive control.
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Fig. 3. Minimal inhibitory concentrations (MICs) of strains containing aac(3 )1 gene. Shaded columns indicate the MIC of strains containing

Tn3-aac(3)I structure.
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Table 1. Identification of 13 strains containing Tn3-aac(3)II structure

Species No. of strain
Escherichia coli A4,B11, D3, G7,HII
Acinetobacter johnsonii All,C4,E12
Enterobacter agglomerans A6, G6
Micrococcus luteus F4,G1
Pseudomonas facilis C10

johnsonii, Enterobacter agglomerans B Pseudomonas facilis<
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ABSTRACT : Increased Expression of aac(3)II by Tn3 in Gentamicin - Resistant Bacteria Isolated from

Hospital Sewage

Hyo Shim Han, Moon Sook Lee, and Jae Sung Jung (Department of Biology, Sunchon
National University, Sunchon 540-742, Korea)

We tested gentamicin - resistant bacteria isolated from hospital sewage to confirm the presence of aac(3)II encoding
aminoglycoside-(3)-N-acetyltransferase by dot-blot hybridization. A probe from the internal fragment of aac(3)Il
was hybridized to DNA from 41 % (39/95) of gentamicin resistant isolates. PCR was performed with primers
from aac(3)II and Tn3. Of 39 strains, 13 strains had Tn3-aac(3)II structure. Minimal inhibitory concentration
(MIC) test demonstrated that 13 strains containing Tn3-aac(3)II showed higher resistance to gentamicin than
those of other strains. Thirteen strains were identified as 5 Escherichia coli, 3 Acinetobacter johnsonii, 2 Enter-
obacter agglomerans, 2 Micrococcus luteus, and 1 Pseudomonas facilis. These results suggest that gentamicin-
resistant determinant of Tn3-aac(3)II structure was widely distributed in the gentamicin-resistant bacteria.



