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Table 1. Demographic and clinical characteristics of the sub-
jects with fourette’s disorder

Age(years) 10.4( 4.6)
Sex(number & frequency of male) 36 (85.7%)
Education(grade in primary school) 4.2( 2.6)
Comorbidity
OCD 3 (7%)
ADHD 13 (30.9%)
Anxiety disorder 3 (7.1%)
Others 2 (4.7%)
Family loading Tic 11 (28.5%)
OCD 3 (7%)
ADHD 6 (14.3%)
IQ score 107.4(12.1)

For continuous variables(Age, Education, IQ) mean and stan-
dard deviation are reported and, for categorical variables
(Sex, Ethnicity, Comorbidity, Family loading), number and per-
cent are reported

0 000 00 000000(30.9%), 0000 (7.1%), O
0 00 00(7.1%), 00@7%)00. 0 000 0000 O
0 00 00000 28%0000 0O00. 00 1Q0 107.4
00.0000 00 0000 000 00 0 000 000
000 00 0 00 00 000 0000 000 (Table 1).

1. @ MA 2X(The allele frequencies for COMT in TD
proband and controls : Table 2)
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0 000 0000 000.(x >=15.7, df=1, p<0.01)

2. flArde] 2X(The genotype frequencies for COMT in
TD proband and control : Table 2)

00 00000 HH, HL, LL 0000 000 00 7
(16.7%), 14(33.3%), 21(50%)0 OO0, 000000 O
0 16(18.7%), 58(67.4%), 12(13.9%)0 OOO. COMT
000D LLODODOOD 000 0000 00 000og O
000 00 O00(K ?=16.6, df=2, p<0.01).

3. TDTEDKTDT result for COMT in TD families : Table 3)
000 0000 00 000 00000 oo ooo o
OO0 0000 0000 @unformative transmission) 00
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Table 2. Alleles and genotypes frequencies of a COMT poly-
morphism in subjects with fourette’s disorder and con-
tols

Alleles* Genotypes**
H L HH HL LL

Group N % N % N % N % N %

Subjects with
D(42)

Control
subjects(86)

28(33.3) 56(66.7) 7(16.7) 14(33.3) 21(50.0)

90(52.3) 82(47.7) 16(18.7) 58(67.4) 12(13.9)

*0 The frequency of the COMT allele(L) was significantly higher
in the patients than in the comparison subjects (x 2=15.7, df=1,
p<0.01).

**[J The frequency of the L/L genotype was significantly higher
in the patients than in the comparison subjects (X 2=16.6,
df=2, p<0.01).
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Table 3. Clinical characteristics, freatment response, and comt genotypes of 42 patients with tourette’s disorder

Genotypes
. HH(n=7) HL(n=14) LL(n=21) Analysis
Variables
Mean(SD) Mean(SD) Mean(SD) F df p
Total 1Q from WISC 108.3(19.2) 106.8(23.3) 108.1(13.4) 0.78 2,41 0.92
Global improvement scale 3.2( 1.4) 3.3( 1.5) 2.9C 1.6) 0.93 2,41 0.91
Total 1Q from WISC 108.3(19.2) 106.8(23.3) 108.1(13.4) 0.78 2,41 0.92
Global improvement scale 3.2( 1.4) 3.3( 1.5) 2.9C 1.6) 0.93 2,41 0.91
N N N F df p
Familial loading for OCD,TIC,ADHD 3.52 2 0.17
Positive* 10
Negative 8 11
Comorbidity for psychiatric diagnosis 3.67 2 0.15
Positive 4 9 15
Negative 3 5 6

*Positivel positive rating if there is at least one family member who has Tic or OCD or ADHD among first degree relatives of pro-
bands with TD. OCDO Obsessive-compulsive disorder, TICO Tic disorder, ADHDO Attention deficit hyperactivity disorder

Table 4. TDT analysis of COMT gene in the subjects with tou-
rette’s disorder

Not transmitted

L H
Transmitted L 6 14
H 10 18

TmeeO X 2= 0.833(p-value=0.75)

00 00 000 O 000 000 000 0000 00
O(TDTOY ?=0.083, p>0.75).
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—— ABSTRACT Korean J Child & Adol Psychiatr 15 : 178~184, 2004 —

ASSOCIATION BETWEEN TOURETTE DISORDER AND
CATECHOL-O-METHYL TRANSFERASE(COMT)
GENE IN KOREAN SUBJECTS

Boong-Nyun Kim, M.D., Jae-In Lim, M.D., Soo Churl Cho, M.D.

Division of Child & Adolescent Psychiatry, Department of Psychiatry, College of Medicine,
Seoul National University, Seoul National University Hospital, Clinical Institute Seoul, Seoul

Objectives : This study was conducted to investigate the association of the COMT polymorphism with the TD in
Korean sample of families with TD probands. The relationship between risk alleles and specific clinical features
(tic severity, comorbidity, drug response) was also explored.

Method : Patients were recruited from the Tic Disorder clinic at the Child & Adolescent Psychiatric Division of
Seoul National University Hospital and assessed through 2 stage evaluation. Firstly, all the patients and parents
received semistructured interview using Korean version of K-SADS-PL. Secondly all the patients received clinical
interview and tic severity assessment with Korean version of YGTSS. The subjects in control group were recruited
from the health promotion center in our hospital and were evaluated by SCL-90 and SCID-IV. Through these
process, total of 42 children and adolescents with TD, their 84 parents and 86 control subjects were finally recruited.
Genotyping for The Vall58Met polymorphism of the COMT gene was done by standardized method. After
collection of genetic data of all the patients, parents and control subjects, case-control comparison and tranmission
dysequilibrium test was executed by SPSS version 11.

Result : From the case-control comparison, the frequency of L-allele and LL genotype was significantly higher
in TD group. However, no differences were found from the TDT. No significant differences were found in in
family history of tic, ADHD, OCD, drug response and comorbid conditions among the three different genotypes
in patients with TD.

Conclusion : Though this study results should be interpreted cautiously due to small sample size and negative
finding in TDT test, this study is the first report that there is positive association between the functional polymor-
phism of COMT gene and TD.

KEY WORDS : Tourette’s disorder - COMT gene - Genetic polymorphism.
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