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A Comparative Study of Microarray Data with
Survival Times Based on Several Missing
Mechanismb

Jeeyun Kim?2), Jinsoo Hwang3 and Seong Sun Kim#%

Abstract

One of the most widely used method of handling missingness in microarray
data is the kNN(k Nearest Neighborhood) method. Recently Li and Gui (2004)
suggested, so called PCR(Partial Cox Regression) method which deals with
censored survival times and microarray data efficiently via kNN imputation
method. In this article, we try to show that the way to treat missingness
eventually affects the further statistical analysis.
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