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Isolation of a Calcium-binding Peptide from Chlorella Protein Hydrolysates
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Abstract
To isolate a calcium-binding peptide from chlorella protein hydrolysates, chlorella protein was extracted and 

hydrolyzed using Flavourzyme, a commercial protease. The degree of hydrolysis and calcium-binding capacity 
were determined using trinitrobenzenesulfonic acid and orthophenanthroline methods, respectively. The enzymatic 
hydrolysis of chlorella protein for 6 hr was sufficient for the preparation of chlorella protein hydrolysates. The 
hydrolysates of chlorella protein were then ultra-filtered under 5 kDa as molecular weight. The membrane-filtered 
solution was fractionated using ion exchange, reverse phase, normal phase chromatography, and fast protein liquid 
chromatography to identify a calcium-binding peptide. The purified calcium-binding peptide had a calcium binding 
activity of 0.166 mM and was determined to be 700.48 Da as molecular weight, and partially identified as a peptide 
containing Asn-Ser-Gly-Cys based on liquid chromatography/electrospray ionization tandem mass spectrum.
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INTRODUCTION

Chlorella, a type of single-celled green algae, is 
known to have high levels of nutrients and biologically 
active substances (1,2). Chlorella has various functional 
properties such as immune-modulation (3,4), anti-cancer 
(5), and elimination of heavy metal and dioxin (5,6). 
In particular, the hydrolysis of chlorella protein has been 
studied regarding ACE-inhibitory peptides (7), inhibition 
of melanin synthesis (8), and anti-oxidative property (9). 

Although the protein content of chlorella is more than 
50%, it is usually used as animal feed after production 
of algae essence (9,10). Therefore, appropriate process-
ing of the chlorella protein is further needed to better 
obtain of all of its potential benefits (10,11). Chlorella 
has low protein digestibility due to its strong multiple 
cell walls (12,13); thus, to efficiently isolate the chlorella 
protein, the cell wall should be disrupted, which would 
result in an increase of both the digestion and absorption 
rates of the chlorella components. Enzymatic hydrolysis 
of the cell wall is looked on favorably by the food in-
dustry, because it results in improved protein digestion 
and gastrointestinal absorption (14). 

Calcium, an essential mineral in the human body, is 
most commonly obtained through milk or other dairy 
products (15). However, calcium intake by milk is not 
sufficient, especially for those who are allergic or lactose 
intolerant (16). Insufficient calcium intake is related to 
diseases like osteoporosis, and, consequently, people 
have growing interest in calcium absorption to prevent 

bone diseases (17). 
Calcium is mostly fortified as calcium salts, which 

have low bioavailability in the body because of high re-
activity with other chemicals such as phosphate and ox-
alate (18). Therefore, there have been studies on calcium 
supplements with improved absorption and bioavail-
ability. It has been reported that casein phosphopeptides 
(CPP) are bound to minerals, and the resulting complex 
increases the stability and bioavailability of calcium 
(19). Hence, calcium-binding peptides might be a suit-
able candidate as calcium supplement. 

Therefore, the objectives in this study were to develop 
the chlorella protein as a food ingredient and calcium 
supplement and to isolate a calcium binding peptide 
from its hydrolysates.

MATERIALS AND METHODS

Materials
Chlorella (Chlorella vulgaris) powder used in this 

study was purchased from Backjangsaeng Co. (Seoul, 
Korea), and the commercial protease Flavourzyme (from 
Aspergillus oryzae, activity 500 LAPU/g protein) was 
obtained from Novo Nordisk Co. (Bagsvaerd, Denmark). 
Calcium chloride, 2-amino-2-methyl-1-propanol, o-cre-
solphthalein complexone, and trinitrobenzene sulfornic 
acid of analytical grade were purchased from Sigma 
Chemical Co. (St. Louis, MO, USA). High-performance 
liquid chromatography (HPLC) grade solvents were pur-
chased from J. T. Baker Inc. (Phillipsburg, NJ, USA).
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Sample preparation
Powdered chlorella was dissolved in distilled water 

for preparation of a 10% (w/v) chlorella solution contain-
ing 0.5% (w/v) ethylenediamine tetraacetic acid (EDTA). 
To disrupt the cell membrane, the chlorella solution was 
treated by ultrasonication (Model-GE 750, Sonics& 
Materials, Newtown, CT, USA) and stirred at 4oC for 
24 hr, and insoluble materials were removed by cen-
trifugation at 3,500×g for 20 min. The supernatant was 
lyophilized and stored at -20oC for further use.

Preparation of chlorella protein hydrolysates
Hydrolysates of chlorella protein were prepared ac-

cording to the method of a previous study (20). The 
lyophilized sample was dissolved in 10 mM phosphate 
buffer (pH 7.0) for preparation of a 5% (w/v) chlorella 
protein solution. The chlorella protein was hydrolyzed 
using Flavourzyme with a 50:1 substrate to enzyme ratio 
(w/w) at 50oC for 8 hr. The hydrolysis mixtures were 
then heated at 95oC for 5 min for the inactivation of 
the enzyme. The reaction mixture was centrifuged at 
3,500×g for 20 min, and the supernatant was filtered 
using Pellicon XL (Millipore Co., Billerica, MA, USA) 
to obtain molecules below molecular weight 5 kDa. The 
membrane-filtered solution was lyophilized, and the de-
gree of hydrolysis was determined using trinitrobenzene 
sulfornic acid (TNBS) assay (21). In addition, the TNBS 
assay, which is a common method to determine the con-
centration of peptide as well as amino acid, was also 
used for the determination of peptide concentration in 
the samples (22).

Preparation of calcium-binding peptide and determi-
nation of calcium-binding capacity 

Chlorella protein hydrolysates were dissolved in a 20 
mM phosphate buffer (pH 7.5). After adding 2.5 mM 
CaCl2, the solution was reacted by stirring at room tem-
perature for 30 min, and the reaction mixture was centri-
fuged at 3,500×g for 20 min to remove precipitates. 
Calcium concentration in the supernatant was determined 
using a colorimetric method (23) with o-cresolphthalein 
complexone reagent. The experiment was performed in 
triplicate, and values were expressed as means±SD.

Purification of a calcium-binding peptide
Chlorella protein hydrolysates were separated on fast 

protein liquid chromatography (FPLC) (Amersharm 
Pharmacia Co., Uppsala, Sweden) with an anion ex-
change column (Mono Q, Amersham Pharmacia Co.) 
equilibrated with a 10 mM Tris buffer (pH 8.0) and elut-
ed with a linear gradient of the buffer containing NaCl 
from 0 to 0.3 M at 0.5 mL/min. The eluate was moni-
tored for peptides by measuring the absorbance at 214 

nm. After calcium binding capacity and peptide concen-
tration of each fraction from the Mono Q column were 
determined, the fraction of the highest calcium/peptide 
ratio was loaded onto the HPLC (Waters, Milford, MA, 
USA) with a C18 column (4.6 mm×250 mm, SunFire™, 
Milford, MA, USA). Elution was performed on the con-
dition of solvent A (0.1% trifluroacetic acid in water) 
and solvent B (0.1% trifluroacetic acid in acetonitrile), 
having gradient of 0% to 100% at 0.5 mL/min. The frac-
tion of the highest calcium/peptide ratio from the C18 
column was further purified using normal phase HPLC 
with an amino column (4.6 mm×250 mm, Luna NH2, 
Phenomenet Inc., Torrance, CA, USA) equilibrated with 
acetonitrile (containing 0.1% trifluroacetic acid), and 
eluted with a gradient of solvent B (0.1% trifluroacetic 
acid in water) from 0 to 25%, and 25 to 100% at 0.5 
mL/min. After normal phase HPLC, the fraction of the 
highest calcium binding was finally isolated using FPLC 
(10 mm×300 mm, Superdex™ peptide 10/300 GL, GE 
healthcare, Uppsala, Sweden). 

Amino acid sequencing of a calcium binding peptide 
Molecular mass and sequence of the purified calcium 

binding peptide were determined using a liquid chroma-
tography/electrospray ionization (LC/ESI) tandem mass 
spectrometer (QTOF, AB Sciex Instruments, Dublin, 
CA, USA). The peptide for sequencing was obtained 
over the m/z range 50～2000 and sequenced using the 
PepSeq de-novo sequencing algorithm.

Statistical analysis 
Analysis of variance and Duncan’s multiple range tests 

were performed to analyze the results using the SAS pro-
gram (24).

RESULTS AND DISCUSSION

Chlorella protein was hydrolyzed using commercial 
protease, Flavourzyme, under optimal condition of pH 
7.0 and 50oC. Hydrolysis of proteins using commercial 
enzyme is the most common method for producing a 
bioactive peptide (25). To determine the degree of hy-
drolysis of proteins, available amino group concentration 
of chlorella protein hydrolysates was determined using 
the TNBS assay. Available amino group concentration 
of the chlorella protein hydrolysates increased according 
to hydrolysis time up to 6 hr (Table 1), and the progress 
of hydrolysis was confirmed on the SDS-PAGE (Fig. 
1), indicating the degradation of protein molecules. The 
results suggest that the enzymatic hydrolysis of chlorella 
protein for 6 hr is sufficient for the preparation of chlor-
ella protein hydrolysates. 

The enzymatic hydrolysates of chlorella protein were 
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Table 1. Available amino group concentration of chlorella protein hydrolysates at various time points
Hydrolysis time (hr) 0 2 4 6 8

Available amino group conc. (mM) 2.43±0.17d 19.40±0.71c 23.84±0.63b 25.18±0.07a 25.82±0.48a

a-dAny means followed by different letters are significantly (p<0.05) different by Duncan’s multiple range test.

Fig. 1. SDS-PAGE profile of chlorella protein according to 
hydrolysis time.

a) b)

c) d)

Fig. 2. Elution profiles of chlorella protein hydrolysates from different chromatographic methods. The absorbance was measured 
at 214 nm. a) ion exchange chromatography, b) reverse phase HPLC, c) normal phase HPLC, d) Superdex™ column.

filtered to obtain the peptides having molecular weighs 
below 5 kDa and then lyophilized. Membrane filtration 
is a suitable technique for the concentration of peptides 
(26), and small molecular weight peptides can be suit-
able for intestinal absorption (27).

To purify a calcium binding peptide from chlorella 
proteins, the chlorella protein hydrolysates were first 
separated on ion exchange chromatography with a Mono 

Q column equilibrated with a 10 mM Tris buffer (pH 
8.0). As shown in Fig. 2a, there were six major peaks 
detected. Each fraction was reacted with 5 mM CaCl2, 
and the calcium and peptide concentrations were de-
termined accordingly. The F4 fraction showed the high-
est calcium-binding activity than others (Table 2), where-
as the F2 fraction showed the lowest-binding capacity. 
The F4 fraction was then pooled and subjected to reverse 
phase liquid chromatography with a C18 column. There 
were two major peaks separated during the linear gra-
dient of 0 to 100% of solvent B (Fig. 2b). Between them, 
the F41 fraction had higher calcium/peptide concen-
tration ratio than the F42 (Table 2). The F41 fraction 
was pooled and further purified using normal phase high 
performance liquid chromatography with NH2 column 
(Fig. 2c). Two major peaks were separated during gra-
dient elution, and the F411 fraction having the highest 
calcium-binding capacity (Table 2) was then loaded on 
the SuperdexTM column for further purification, and a 
single peak (F4111) was finally obtained (Fig. 2d).

Consequently, the isolated fraction was analyzed for 
peptide sequence using an LC/ESI tandem mass spec-
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Table 2. Calcium binding and peptide concentration for each fraction
Fraction Ca binding (mM) Peptide (mM) Ca/peptide

Mono Q

F1
F2
F3
F4
F5
F6

0.432±0.026a

0.410±0.013a

0.376±0.037ab

0.420±0.017b

0.223±0.003c

0.223±0.003c

2.523±0.014a

2.451±0.003a

 1.82±0.043b

 0.97±0.216c

 0.78±0.015d

 0.78±0.051d

0.165
0.162
0.219
0.447
0.281
0.283

C18
F41
F42

0.058±0.000a

0.030±0.000b
0.050±0.000a

0.032±0.001b
1.155
0.938

NH2
F411
F412

0.166±0.000a

0.015±0.000b
0.045±0.000a

0.034±0.000b
3.662
0.446

a-dAny means followed by different letters in the same column are significantly (p<0.05) different by Duncan’s multiple range 
test.

Fig. 3. Amino acid sequence 
of a calcium-binding peptide 
using LC/ESI tandem mass 
spectrometer.

trometer. The calcium-binding peptide from the chlorella 
protein hydrolysates was partially identified to be the 
peptide containing Asn-Ser-Gly-Cys, whose molecular 
weight was 700.48 Da (Fig. 3).

Food-derived peptides such as casein phosphopeptide 
can enhance calcium absorption by increasing calcium 
solubility in the duodenum (28,29), resulting in pre-
vention of osteoporosis and dental caries. Miquel et al. 
(30) reported that αS1-, αS2-, and β-casein contained Ser, 
Glu, and phosphoserine residues, which could form a 
complex with calcium, thus enhancing their general 
bioavailability. Alaska Pollack (Theragra chalcogramma) 
backbone hydrolysates had 14 amino acids, including 
Ser and Gly for calcium binding (31), reflecting a sim-
ilarity to the peptide sequence isolated in our study. 
Furthermore, the calcium-binding peptide from porcine 
blood plasma protein (PBPP) hydrolysates had also Ser, 
Asn, and Gly residues, similar to our study (18). Maliarik 
et al. (32) also reported that the Cys residue seemed to 

be responsible for calcium binding. Therefore, in accord-
ance with these previous reports, our results strongly 
suggest that Ser, Gly, and Cys residues are the major 
amino acids that are responsible for calcium binding.

This is the first report dealing with the isolation of 
a calcium-binding peptide from chlorella protein 
hydrolysates. This peptide might prove to be applicable 
as a food ingredient and dietary supplement for calcium 
deficiency. 

REFERENCES

1. Grigorova S. 2005. Dry biomass of fresh water algae of 
chlorella genus in the combined forages for laying hens. 
J Cent Eur Agric 6: 625-630.

2. Huang Z, Li L, Huang G, Yan Q, Shi B, Xu X. 2009. 
Growth-inhibitory and metal-binding proteins in Chlorella 
vulgaris exposed to cadmium or zinc. Aquat Toxicol 91: 
54-61.

 3. Hasegawa T, Kimura Y, Hiromatsu K, Kobayashi N, 
Yamada A, Makino M, Okuda M, Sano T, Nomoto K, 



286 So Jeong Jeon et al.

Yoshikai Y. 1997. Effect of hot water extract of Chlorella 
vulgaris on cytokine expression patterns in mice with mur-
ine acquired immunodeficiency syndrome after infection 
with Listeria monocytogenes. Immunopharm 35: 273-282.

4. Hasegawa T, Ito K, Kumamoto S, Ando Y, Yamada A, 
Nomoto K, Yasunobu Y. 1999. Oral administration of hot 
water extracts of Chlorella vulgaris reduces IgE pro-
duction against milk casein in mice. Int J Immunopharma-
col 21: 311-323.

5. Janczyk P, Franke H, Souffrant WB. 2007. Nutritional val-
ue of Chlorella vulgaris: Effects of ultrasonication and 
electroporation on digestibility in rats. Anim Feed Sci Tech 
132: 163-169.

 6. Rollemberg MC, Simoes Goncalves MLS, Correia dos 
Santos MM, Botelho MJ. 1999. Thermodynamics of up-
take of cadmium by Chlorella marina. Bioelectrochem 
Bioenerg 48: 61-68.

 7. Suetsuna K, Chen JR. 2001. Identification of antihyper-
tensive peptides from peptic digest of two microalgae, 
Chlorella vulgaris and Spirulina platensis. Mar Biotechnol 
3: 305-309.

 8. Kang MS, Chae HJ. 2003. Biological efficacy assay of 
Chlorella hydrolysates. J Korean Acad Ind Coop Soc 4: 
366-371.

 9. Sheih IC, Fang TJ, Wu TK, Lin PH. 2010. Anticancer 
and antioxidant activities of the peptide fraction from al-
gae protein waste. J Agric Food Chem 58: 1202-1207.

10. Cha JY, Kim JW, Park BK, Jin HJ, Kim SY, Cho YS. 
2008. Isolation and identification of Chlorella sp. CMS-1 
and the chemical composition of its hot water extract. J 
Life Sci 18: 1723-1727.

11. Iwamoto H. 2003. Industrial production of microalgal cell －mass and secondary products－ major industrial spe-
cies: Chlorella. In Handbook of Microalgal Culture: Bio-
technology and Applied Phycology. Richmond A, ed. 
Blackwell Publishing, Oxford, England. p 255-263.

12. Morris HJ, Almarales A, Carrillo O, Bermudez RC. 2008. 
Utilization of Chlorella vulgaris cell biomass for the pro-
duction of enzymatic protein hydrolysates. Bioresource 
Technol 99: 7723-7729.

13. Sander K, Murthy GS. 2009. Enzymatic degradation of 
microalgal cell walls. An ASABE Meeting Presentation. 
Paper No. 1035636.

14. Morris HJ, Carrillo O, Almarales A, Bermudez RC, 
Lebeque Y, Fontaine F, Llaurado G, Beltran Y. 2007. 
Immunostimulant activity of an enzymatic protein hydro-
lysate from green microalgae Chlorella vulgaris on under-
nourished mice. Enzyme Microb Tech 40: 456-460.

15. Rui XU. 2009. Calcium binding of peptides derived from 
enzymatic hydrolysates of whey protein concentrate. Int 
J Dairy Technol 62: 170-173.

16. Hutyra T, Iwanczak B. 2009. Determination of milk and 
dairy products consumption and their connection with lac-
tose malabsorption or lactose intolerance in selected dis-
orders of the alimentary tract in children. Pol Merkur 

Lekarski 26: 110-116.
17. Bass J, Chan G. 2006. Calcium nutrition and metabolism 

during infancy. Nutrition 22: 1057-1066.
18. Lee SH, Song KB. 2009. Isolation of a calcium-binding 

peptide from enzymatic hydrolysates of porcine blood 
plasma protein. J Korean Soc Appl Biol Chem 52: 290- 
294.

19. Silva SV, Malcata FX. 2005. Casein as source of bioactive 
peptides. Int Dairy J 15: 1-15.

20. Lee SH, Song KB. 2009. Purification of an iron-binding 
nona-peptide from hydrolysates of porcine blood plasma 
protein. Process Biochem 44: 378-381.

21. Eklund A. 1976. On the determination of available lysine 
in casein and rapeseed protein concentration using 2,4,6- 
trinitrobenzene-sulphonic acid (TNBS) as a reagent of free 
α-amino group of lysine. Anal Chem 70: 434-439.

22. Han XQ, Parkin KL, Lincourt RH, Gao S. 2002. Isolated 
antioxidant peptides. US Patent 006465432B1.

23. Gitelman HJ. 1967. An improved automated procedure for 
the determination of calcium in biological specimens. Anal 
Biochem 18: 521-531.

24. SAS Institute. 2001. SAS system for windows. Version 8.2, 
SAS Institute, Inc., Cary, NC, USA.

25. Korhonen H, Pihlanto A. 2006. Bioactive peptides: 
Production and functionality. Int Dairy J 16: 945-960.

26. Bourseau P, Vandanjon L, Jaouen P, Chaplain-Derouiniot 
M, Masse A, Guerard F, Chabeaud A, Fouchereau-Peron 
M, Le Gal Y, Ravallec-Ple R, Berge JP, Picot L, Piot 
JM, Batista I, Thorkelsson G, Delannoy C, Jakobsen G, 
Johansson I. 2009. Fractionation of fish protein hydrol-
ysates by ultrafiltration and nanofiltration: impact on pep-
tidic populations. Desalination 244: 303-320.

27. Hara H, Funabiki R, Iwata M, Yamazaki KI. 1984. Portal 
absorption of small peptides in rats under unrestrained 
conditions. J Nutr 114: 1122-1129.

28. Shimizu M. 2004. Food-derived peptides and intestinal 
functions. BioFactors 21: 43-47.

29. Hartmann R, Meisel H. 2007. Food-derived peptides with 
biological activity: from research to food applications. 
Curr Opin Biotech 18: 163-169.

30. Miquel E, Alegria A, Barbera R, Farre R. 2005. Speciation 
analysis of calcium, iron, and zinc in casein phosphopep-
tide fractions from toddler milk-based formula by anion 
exchange and reversed-phased high-performance liquid 
chromatography-mass spectrometry/frame atomic-absorp-
tion spectroscopy. Anal Bioanal Chem 381: 1082-1088.

31. Jung WK, Karawita R, Heo SJ, Lee BJ, Kim SK, Jeon 
YJ. 2006. Recovery of a novel Ca-binding peptide from 
Alaska Pollack (Theragra chalcogramma) backbone by 
pepsinolytic hydrolysis. Process Biochem 41: 2097-2100.

32. Maliarik MJ, Roberts DD, Goldstein IJ. 1991. Antigenic 
and calcium binding properties of a peptide containing the 
essential cysteine in lima bean lectin. Plant Physiol 95: 
286-290.

(Received October 8, 2010; Accepted November 26, 2010)


