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Diurnal Preference in a Young Korean Population
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m ABSTRACT

Objectives: The retinoid-related orphan receptor A (RORA) gene has been reported to have an impact on circadian rhythm
regulation. In this study, we analyzed the relationship between the RORA gene polymorphism and diurnal preference in Korean

young adults.

Methods: A population of 504 young adults was included in the study. All subjects were given and completed a 13-item com-
posite scale for morningness (CSM). The RORA gene rs11071547 single-nucleotide polymorphism (SNP) was genotyped by

PCR-based methods.

Results: CSM score was not associated with genotype or allele carrier status of the RORA rs11071547 SNP.
Conclusion: This result indicates that the RORA rs11071547 SNP does not play a role in diurnal preference. Sleep Medicine

and Psychophysiology 2016 ; 23(1) : 25-28
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Aptshs F4 =9 Q) 3] = (negative feedback loop)&

oF A2, A =] 3l=b i A7k QF
A8tz 7]ofeks A2 dHA Qrh E3 E
=] 3|27} ExshH=tl, CLOCK-ARNTL £
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£ o]&-sto] WEL9] genomic DNAE £/ttt ¢ =R
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Chain Reaction System (BioRad, Hercules, CA)®J| 4] reaction
T volume 20 uLof| A =8 =] o At} Reaction mixturet= 1.5
uL genomic DNA, Z} primer 200 um [AREARA] © 5-TGC
CTA CCG CTT TCC TTT-3, &53F AIHA| : 5-AAA TAA
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Table 1. The composite scale for morningness scores in subject groups according fo RORA rs11071547 variants

CSM score
Morningness Morning alertness Activity planning Total
RORA rs11071547 cenotypes
C/C (n=68) 10.28 + 2.59 9.65 = 1.89 11.63 + 2.50 31.56 + 5.68
C/T (n=218) 10.72 £ 2.23 10.04 + 2.46 11.73 + 2.66 32.49 + 6.36
T/T (n=218) 10.50 + 2.63 9.81 £ 233 11.53 + 2.66 31.84 + 6.58
F 0.97 0.92 0.31 0.82
P 0.38 0.40 0.74 0.44
Allele carriers
C carriers (n=286) 10.62 £ 2.32 9.94 + 2.34 11.71 + 2.61 32.27 £ 6.21
C non-carriers (n=218) 10.50 + 2.63 9.81 £ 233 11.53 + 2.66 31.84 + 6.58
t 0.51 0.63 0.74 0.74
P 0.61 0.53 0.46 0.46

CSM : composite scale for morningness, RORA : Retinoid-related orphan receptor A

Hardy-Weinberg equilibrium®| 4] Bloju-A] 9F9kth(y” =
4.99, p = 0.29). Table 1-= d"8-5 FHIQI = 5lo] ANCOVA
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