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Status of diarrhea pathogens from Korean indigenous goat feces
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(Received 1 February 2017; revised 13 March 2017; accepted 14 March 2017)

The purpose of this study was to survey on infection status of pathogens of diarrhea from Korean in-
digenous goat. A total of 800 fecal samples was collected from 50 farms from January to November
2016 and was tested by automatic biochemical machine and polymerase chain reaction (PCR). The over-
all infection rates of parasitic, bacterial and viral pathogens was 13.0%, 23.0%, 11.3% and the rates
of coccidia, Escherichia coli (E. coli), bovine viral diarrhea virus (BVDV), rotavirus and coronavirus
were 13.0%, 23.0%, 5.3%, 8.8% and 2.6%, respectively. In the rates of mixed detection, single was
29.8%, double 5.1%, triple 2.8%, quadruple 1.1% in each sample, respectively.
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Table 1. PCR program and product size of viral diarrhea pathogens in goat

PCR cycle Temperature Time Product size
1 cycle Reverse transcription reaction 45°C 30 min BVDV : 297 bp
Inactivation of reverse transcription 94°C 5 min
40 cycles Denaturation 94°C 30 sec rotavirus : 400 bp
Annealing 58°C 1 min
Extension 72°C 1 min coronavirus : 660 bp
1 cycle Final extension 72°C 5 min

660bp_+———> —
400bp_L———> ’
AST{ 7 —

mbpic -
400bp -

2070p —ep -

M 17 18 19 20 21 22 23 24 25 26 27 28 290 30 31 32 PC

Gl 881011112 13884 19716 PG

Fig. 1. Gel electrophoresis of viral pathogen-specific gene by PCR. Lane M: 1kb size marker. Lane 1, 2, 4~10, 13~16, 23: triple detected
(BVDV, rotavirus, coronavirus), Lane 3, 11, 12,: double detected (BVDV, rotavirus), Lane 24, 25, 27, 29 ~32: single detected (rotavirus), Lane PC:
positive control strain.
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Table 2. The infection rates of diarrhea pathogens in goats feces
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Parasite Bacteria Virus
Pathogens
Coccidia E. coli BVDV Rotavirus Coronavirus
No of positive 422 104 184 43 70 21
Positive rate (%) 52.8 13.0 23.0 5.8 8.8 2.6

Table 3. The multiple infected patterns in goats feces

Infected patterns No. of double detected (%)

No. of triple detected (%) No. of quadruple detected (%)

41(5.1) 22 (2.8) 9(1.1)
Total
CcE  CcR CcC  CcB ER RB CcER CcEC CcEB CcRB RCB  CcERB CcRCB ERCB
No. of positive 18 8 1 5 8 1 2 1 4 3 12 2 4 3
(%) 2.3 1.0 0.1 0.6 1.0 0.1 0.3 0.1 0.5 3.8 1.5 0.3 0.5 04

*coccidia (Cc), E.coli (E), rotavirus (R), coronavirus (C), BVDV (B).
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