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Implementation and Application of Multiple Local Alignment
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Abstract Global sequence alignment in search of similarity or homology favors larger size of the sequence
because it keeps looking for more similar section between two sequences in the hope that it adds up scores for
matched part in the rest of the sequence. If a substantial size of mismatched section exists in the middle of the
sequence, it greatly reduces the total alignment score. In this case a whole sequence would be better to be
divided into multiple sections. Overall alignment score over the multiple sections of the sequence would increase
as compared to global alignment. This method is called multiple local alignment. In this paper, we implement a
multiple local alignment algorithm, an extension of Smith-Waterman algorithm and show the experimental results
for the algorithm that is able to search for sub-optimal sequence.
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Table 1. Score table for multiple local alighment
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Table 3. Result for multiple local alignment
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